A new semiparametric transformation approach to disease diagnosis with multiple biomarkers.
When multiple biomarkers are available for disease diagnosis, it is desirable to efficiently combine them to form a single index. Making use of the Neyman-Pearson paradigm, we propose a new combination/transformation approach to disease diagnosis that efficiently combines multiple biomarkers. The proposed method does not require that the biomarkers be jointly normally distributed or the covariance matrices for the diseased and the nondiseased are nondifferential. An R package is developed to implement the proposed method. Simulations and two real data examples demonstrate advantages of the new method over existing ones.